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Introduction

DNA barcoding aims at using a standard 64 7bp fragment of the mitochondrial cytochrome c oxidase subunit | (COI) gene to identify
species. Unfortunately, DNA of museum specimens Is often degraded. Therefore, smaller fragments of the COIl gene are used as mini-
barcodes. Here, we compared the identification success of the standard (BC) and mini-barcode (mini-BC) fragment in a group of
cosmopolitan raptors.
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Table: identification successes and threshold values for the different methods and

criteria used. H
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